
Suppl.	  Table	  3A	  :	  List	  of	  proteins	  found	  to	  be	  involved	  in	  viral	  infection	  (VI),	  viral	  replication	  (VR)	  and	  platelet	  proteins	  (PP)	  
by	  Ingenuity	  pathway	  analysis	  (IPA)	  with	  threshold	  p	  value	  <	  3x10-‐15.	  Platelet	  proteins	  enlisted	  were	  also	  confirmed	  with	  the	  Plateletweb	  software.
a)	  LIST	  OF	  PROTEINS	  	  (FROM	  IPA	  SHOWN	  IN	  VENN	  DIAGRAM)	  b)	  list	  of	  proteins	  after	  Venny	  2.1.0	  Analysis
Viral	  Infection	  (VI)Viral	  Replication	  (VR)Platelet	  proteins	  (PP)Proteins	  common	  in	  all	  (VI,VR,PP)Exclusive	  in	  Viral	  infection	  (VI)Exclusive	  in	  Viral	  Replication	  (VR)Exclusive	  in	  Platelet	  protein	  (PP)Common	  b/w	  VI	  and	  VRCommon	  b/w	  VI	  and	  PPCommon	  b/w	  VR	  and	  PP
ACTA2 ACTC1 ACTG1 ATP6V0C ACTA2 CPB2 ACTG1 ACTC1 CA2 S100A4
ACTC1 ANPEP ARHGD1A CAT ACTN1 DMTF1 ARHGD1A ANPEP DDOST
ACTN1 ANXA5 ATP5A1 HSP90AA1 ANXA2 HOXD3 ATP5A1 ANXA5 FN1
ANPEP ANXA6 BCAP31 LONP1 APOA1 HSD17B4 BCAP31 ANXA6 HNRNPU
ANXA2 ATP6V0C CAND1 PF4 CCT2 IL8R CAND1 BCL2 HSPA5
ANXA5 BCL2 CAT RPS10 CLTC PLEK FH CAVIN2 ITGA2B
ANXA6 CAT FH THBS1 CXCL12 PROC GNB4 CLIC4 KARS
APOA1 CAVIN2 GNB4 DDX17 PRR13 HADH DDX3X LARS
ATP6V0C CLIC4 HADH DDX19B HBA1 DDX5 PSMA5
BCL2 CPB2 HBA1 DDX31 HBA2 DHX9 RAB13
CA2 DDX3X HBA2 DPP4 HIST1H1T FASN SSR1
CAT DDX5 HIST1H1T ETF1 KRT6B HIST1H2BN ZMPSTE24
CAVIN2 DHX9 HSPA5 FAS MSN LAMP2
CCT2 DMTF1 ITGA2B GANAB NAP1L1 MAPK1
CLIC4 FASN KRT6B GAPDH PGD NCL
CLTC HIST1H2BN LONP1 GTF2I RPS2 NPM1
CXCL12 HOXD3 MSN HIP1R TMEM30A PARP1
DDOST HSD17B4 NAP1L1 HIST1H2AC TUBA1B PPIA
DDX17 HSP90AA1 PGD HIST1H2BD ANXA7 PRDX1
DDX19B Il8r PSMA5 HIST1H2BK ATP6V1B1 RAD21
DDX31 LAMP2 RPS2 HNRNPA1 BASP1 RPL35
DDX3X LONP1 TMEM30A HNRNPK CELF2 RPS14
DDX5 MAPK1 TUBA1B ICAM1 CNPY2 RPS6
DHX9 NCL ZMPSTE24 LMAN2 EEF1D SFPQ
DPP4 NPM1 ANXA7 MRPL10 FARSA
FN1 PARP1 ATP6V1B1 RAB3A GSTP1
ETF1 PF4 BASP1 RAB7A HSPA1B
FAS PLEK CELF2 RAC1 HSPA1L
FASN PPIA CNPY2 RACK1 NCSTIN
GANAB PRDX1 EEF1D RAN PABPC1
GAPDH PROC FARSA RANBP1 PSMD6



GTF2I PRR13 GSTP1 RAP1B RAB1C
HIP1R RAD21 HSPA1B RHOC RAB6B
HIST1H2AC RPL35 HSPA1L RMI1 RAC2
HIST1H2BD RPS10 LARS RPL18 RPE
HIST1H2BK RPS14 NCSTIN RPL38 RPS3
HIST1H2BN RPS6 PABPC1 SDCBP RUFY3
HNRNPA1 S100A4 PSMD6 SERPINB3 TPM1
HNRNPK SFPQ RAB1C SERPINB9 ACSL4
HNRNPU THBS1 RAB6B SFXN3 CD68
HSP90AA1 RAC2 SLC2A1 CDC42
HSPA5 RPE SNRPA DDX1
ICAM1 RPS3 SPCS3 EFTUD2
ITGA2B RUFY3 TMED2 EIF4A1
KARS TPM1 TUBA1C ELAVL1
LAMP2 ACSL4 UBL4A ERLIN1
LARS ATP6V0C VAMP8 ERLIN2
LMAN2 CD68 GLG1
LONP1 CDC42 GNAL
MAPK1 DDOST GNAT1
MRPL10 DDX1 HNRNPR
NCL EFTUD2 KRT14
NPM1 EIF4A1 KRT17
PARP1 ELAVL1 MTHFD1
PF4 ERLIN1 NUDT3
PPIA ERLIN2 PCBP1
PRDX1 GLG1 PRKCSH
PSMA5 GNAL PSMA1
RAB13 GNAT1 PSMB10
RAB3A HNRNPR RPL23
RAB7A HNRNPU RPL9
RAC1 HSP90AA1 RPS9
RACK1 KARS SERPINH1
RAD21 KRT14 SYK
RAN KRT17 ANXA11
RANBP1 MTHFD1 BST1
RAP1B NUDT3 FLNA



RHOC PCBP1 GGT1
RMI1 PRKCSH GGT2
RPL18 PSMA1 GP1BB
RPL35 PSMB10 HSD17B12
RPL38 RPL23 ITGB3
RPS10 RPL9 KRT13
RPS14 RPS10 MVP
RPS6 RPS9 NACA
SDCBP SERPINH1 NOP58
SERPINB3 SSR1 NSDHL
SERPINB9 SYK PRDX3
SFPQ ANXA11 PRDX6
SFXN3 BST1 RBM14
SLC2A1 CA2 SLC25A4
SNRPA FLNA SLC25A5
SPCS3 GGT1 SLC25A6
SSR1 GGT2 STX4
THBS1 GP1BB TPM3
TMED2 HSD17B12 TPM4
TUBA1C ITGB3 VDAC1
UBL4A KRT13 VDAC3
VAMP8 MVP PLG
ZMPSTE24 NACA VCAM1

NOP58
NSDHL
PRDX3
PRDX6
RAB13
RBM14
SLC25A4
SLC25A5
SLC25A6
STX4
TPM3
TPM4
VDAC1



VDAC3
FN1
ITGA2B
PF4
PLG
S100A4
THBS1
VCAM1



Suppl	  Table	  3B:	  List	  of	  7	  common	  proteins	  involved	  in	  Viral	  Infection(VI),	  Viral	  Replication	  (VR)	  and	  Platelet	  proteins(PP)	  and	  their	  relative	  
quantification	  via	  NSAF	  counting	  calculation	  approach	  by	  Peptide	  shaker	  software.	  Total	  two	  times	  the	  experiment	  was	  done	  and	  in	  3	  technical	  
replicates,	  average	  NSAF	  score	  was	  calculated	  from	  both	  the	  experiments.

THP-‐1+DV+PLT THP-‐1+PLT THP-‐1+DV+PLT THP-‐1+PLT
Main	  AccessionProtein	  NameDescription MW	  [kDa] Spectrum	  Counting	  NSAF	  (E-‐1)Spectrum	  Counting	  NSAF	  (E-‐1)FOLD	  CHANGE	   Spectrum	  Counting	  NSAF	  (E-‐2)Spectrum	  Counting	  NSAF	  (E-‐2)FOLD	  CHANGE	   MEAN	  FOLD	  CHANGE	  

P02776 PF4 Platelet	  factor	  4	  (PLF4_HUMAN)10.83789436 0.038859649 0.015202201 2.556185797 0.043859649 0.015202201 2.885085551 2.720635674
P07996 THBS1 Thrombospondin	  1	  (THBS1_HUMAN112.00781 0.003208248 0.003268856 0.981458804 0.003436426 0.002991856 1.148593381 1.065026093
P07900 HSP90AA1 Heat	  shock	  protein	  HSP	  90-‐alpha	  (HS90A_HUMAN)84.60668133 0.062148957 0.048640281 1.277726109 0.007177033 0.021372648 0.335804576 0.806765343
P36776 LONP1 Lon	  protease	  homolog,	  mitochondrial	  (LONP1_HUMAN)106.4224021 0.003284072 0.004926108 0.666666667 0.003284072 0.004926108 0.666666667 0.666666667
P46783 RPS10 40S	  ribosomal	  protein	  S10	  (RS10_HUMAN)18.88586653 0.005999878 0.006060606 0.98997988 0.048989899 0.042929293 1.141176469 1.065578174
O75348 ATP6V0C V-‐type	  proton	  ATPase	  subunit	  G	  1	  (VATG1_HUMAN)13.74908305 0.003578721 0.008626461 0.41485394 0.042960991 0.038287477 1.122063776 0.768458858
P04040 CAT Catalase	  (CATA_HUMAN)59.71875531 0.003608248 0.002261856 1.595259601 0.003436426 0.002061856 1.666666343 1.630962972


	A) Proteins common in VI,VR,PP
	B) NSAF Calculation



